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Species Gene Symbol Gene ID GenBank Accession Transcript
Human BTBDI11 121551 BC027931 NM_152322
About the gene

Official Symbol BTBDI11

Previous Symbol -

Official Full Name | BTB domain containing 11

Synonyms FLJ33957; ABTB2B
Location 12g23.3

Gene Type protein_coding

Uniprot ID A6QL63

Pathway/Library Ubiquitin Ligases Genes Library

The BTB-ZF transcriptional regulator, promyelocytic leukemia zinc finger (PLZF), is known to control
the innate phenotype and effector functions of NKT cells and Y 8 T cells. The unstudied protein,
Btbd11, has been shown to be transcriptionally controlled by PLZF and directly interact with PLZF via the
shared BTB protein-interaction domain. Mice with overexpression of both Btbd11 and PLZF (dTG mice)
Gene Summary exhibited ~11% of CD8+ T cells capable of producing IL-17a upon in vitro activation. This population of
IL-17a producing CD8+ T cells is almost non-existent in wild type mice and represents a significant
proinflammatory phenotype. Total liver y 8 T cell populations were also found to be dependent on
levels of Btbdl1, as dTG mice had a two-fold expansion while Btbd11 GT mice showed a three-fold
contraction of ¢y 8 T cells compared to wild type. In vivo studies of Concanavalin A induced liver




damage determined that Btbd11 GT mice exhibited a four-fold reduction versus wild type in serum ALT
activity, an enzyme released via liver damage. Overexpression of Btbdl1 and PLZF results in the
expansion of proinflammatory effector cells while reduced expression of Btbdl1 results in a protection
from innate T cell-mediated liver damage, indicating the correlation between Btbd11 and the characteristic
proinflammatory phenotype seen in these innate T cell subsets. Btbd11 and PLZF interact differently with
each other and other co-factors depending upon their setting within different immune cells. These studies
indicate a potential role for Btbd11 in modifying the phenotype and effector function of various T cell

subsets by regulating PLZF’

s ability to exert transcriptional control.
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L00031 Control Knockout HEK293T Trizol Lysate 500ul
L00033 GFP Knockout HEK293T Trizol Lysate 500ul
D7166 BeyoRT™ cDNA £ — 44 it i 71 & (RNase H-) 101X
D7168 BeyoRT™ II cDNA % — & il 7| & (RNase H-) 20/100/5007%
D7170 BeyoRT™ II ¢cDNA & i i 7 & (with gDNA Eraser) 20/100/5007%
D7178 BeyoRT™ III cDNA 5 — 5 £ il 71 & 20/100/5007%

BeyoRT™ IIT cDNA & IR & ,

D7180 eyo (with gDIf] A};Z;fe‘f)‘m 20/100/5007%
D7182 BeyoRT™ II1 cDNA S — 4% & Al TRV (5X) 20/100/5007%

BeyoRT™ III cDNA & & TR (5X .
D7185 eyo (with g%NI\L Ezi%jﬁ;ef;ms ) 20/100/5007%
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml

BeyoFast™ SYBR Green gPCR Mix
D7262 4 (X, Low R OX)q 1/5/25ml

BeyoFast™ SYBR Green gPCR Mix
D7265 4 5% ERR OX)q 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/5004%
D7271 BeyoFast™ Probe qPCR Mix (2X) 1/5/25ml
D7272 BeyoFast™ Probe qPCR Mix (2X, Low ROX) 1/5/25ml
D7273 BeyoFast™ Probe qPCR Mix (2X, High ROX) 1/5/25ml
D7277 BeyoFast™ Probe One-Step qRT-PCR Kit 100/5004%
RO011 Beyozol (A RNAHHZ 7)) 100ml
R0O016 Trizol (A RNAHHE 7)) 100ml
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